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USER FAQS

= BRRERRZBHAIERM ?
= BiRBEGERSNS ?

QI TE LIMS EEREEERARFS ?

IOICARINEREMIBLA L (—ELHE) BEFIRFSIS ?

IH5THR CEERRC & - BROIIEEE Y 1% 7 = IFRHERE X2 (TR ?

B R E RS —E o HiRm - (ERER LHGERT - F TS DT BBHENRS ?
HODUE=ERVIRmMENR X + FF Sample QC #5R R BB P A8 Z AR NS ?
BEE=Z IR BARmIREEFEMIEENERIRTS - BB ESRamERHRIE ?
HBIEEC R BUSHY Library 32X L# - ARBHKHERZEETEENRS ?
FHBEZPIFEITE NGS Core E{EISHY Library B3R EBZERGE L1 - 2 0NTIE/ENR ?

Application




(M-01) = RHEPR@ELE (BFREHF) - BEEEFR QTID &EEHHEEE ?

(M-02) = FUXZEI Your Application Is in Need of Revision BY3&@H] + T HREZEREMT ?
(M-03) = FIJLANCISIRBRIERENS ?

(M-04) = Z=MFRIIZE (BESEH) - BZEEEFIA Case ID EHFTEE ?

(M-05) = FOJLANCIERXIIRIZEFIS ?

(M-06) = F{UNEI Sample QC Report Is Ready For Review HY@A] - ILAEBMEBIER ?
(M-07) = FEEVEREAEE QC (Sample QC Fail) - = FRELEEEN 7

(M-08) = FRAERFTAVRMIREEE Failed Sample - B2A{OIE{ENR ?

(M-09) = F{UXE Library Prep Is Finished HY@%] - SILALEMEEIER ?

(M-10) = FRAVERGREUBSEN (Library Prep Fail) - $Z T REXEREEH ?
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SNGS

o~
B HOME  QUESTION +  NOT LOGIN eTTREET FHEBAIS MEEE - BREhIRTR =pESEEE
. B . » [1)
Login On-line Service System
e - " | Chinese Name*: |§$? | /1 do not have a Chinese name
-mail:
English First Name*: [Keroko |
Password: | | English Last Name*: [Kaeru |
Verification Code: [ Faculty Website*: |http://

Phone Number*: | |

| | Mobile Phone Number: | |

Institute *: - Create a off-campus institute

= Password * : | |
Login At least 6 characters long

Password Confirm Password *: | |

Verification Code*: |
(Case-insensitive)

| |[ Re-generate a verification code ]

Help, | forgot my password

( Register new account

LA e A

>



Fill FERERBEIAY Pl - tREJLAGEME LIMS BRSRIS 2

= Ol - REFTF Institute FEAI5EHY Create a off-campus institute %88 - IEAVRETEBRVENIR
8 - BlOsmiBh N ENSEER -



»

. NGS Core>tREREE EEERHE FATEES - BREhIRAR —
Fill_in user i‘:iii?nﬁnn ErEREEEE RN S Click the verification link Eum?ﬁ:f:iaf Tjtfatiun
Wait for the verification email to activate your account - .
(1) » (2] » © » (4]

Chinese Name*: 7

| [ do not have a Chinese name

English First Name*: |[Keroko

English Last Name*: |I{aeru

Faculty Website*: |http-//

E-MAIL*: |

Phone Number*: |

Mobile Phone Number: |

Institute* :

Password *: |

At least G characters long

Password Confirm Password *: |

Verification Code*: |
(Case-insensitive)

(R-03)

HrE B E AL

Create a off-campus institute

Institute Name ;B X5 MEHT




FEFEBER LIMS 1R5R 5 - (BJLIERETH{ERENS ?

LEE B R BB B LARIFTERERRY ARG 7

= gLl - REBEEFIREYFhEFEMLE (BHSEFEFAWT) - #€ NGS Core R HRER - RAES
é—ﬂéﬁlﬂnﬁi Change LIMS Account EFTHV{SFEH - sBINS i EL{SFPRYEEEERS - BlOJ5E
= AT o (RERBRVERBLERESRIRE N2k - IFIIRERS A LIMS BIT/ERETEBHINT -
= Core Manager : =0 tfiztEI#zET (Dr. Mei-Yeh Lu)
Email : biofuel@gate.sinica.edu.tw

Office Tel : (02) 2787-2218
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« (EIRBIR EEREELZE) - 57 oS NGS Core Manager (BHSEUIT) - WiieEixmBBil - &
ERE - E - B8 - SHEEEN - l«l@ﬁ%ﬂ’]’\ﬂﬁﬁn I AGEITEUmEARRE] o IFATRRKEDIE
EREDE R - FILIZEA LIMS IER#R LR

= Core Manager : = tfiztEI#ZET (Dr. Mei-Yeh Lu)

Email . biofuel@gate.sinica.edu.tw

Office Tel : (02) 2787-2218

= ERIEUNRERR LB - 55835 (A-03) o
= ERIEERHFAEREEREE - 5583 (A-05) -
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BiREGERFS ?

= LIMS B#f L{LBRVINEE - s E E 2 Get On-line Quotation! - SRE—EERBFESE - BIolE
ALEEE - RZTEAETEE—IEZIE Application Type MHEABRIE - 8iF : EEIH
{EHY Library (2 ~ THETRERY Sample EHE - DIR EH#TEXK © 1ZF Quote &€ - BITIEE|
LEEEERKIE TS -

= WNRIFESHAGLEERIEE - REIE T Print %88 - BI9 &, PDF t&TVAY{GEEE -

» IR (HESHHERERTEERRE - RISINEEYERELINGS Core ESTERISEE o
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HOME  QUESTION +

Login On-line Service System

MOT LOGIN

E-mail: ||

Password: |

Verification Code:

A_IMS for High Throughput Genomics Core

Get On-line Quotation!

Important Announcement

Help, | forgot my password

Register new account Re-send a verification email

(A-02)

RE—EERFS

Choose Instrument Service

® |[lumina System ® PacBio System




Quotation Service

(A-02)

AMEFAFMERRE ST - BRI ERHE LA T

‘t

Application Type
O (5-B) TruSeq Methylation DNA Li
— (5-C) TruSeq Paired-End DMNA Lib

e (5-Ca) TruSeq Paired-End DNA Lib, Gel free
L {8-Cb) TruSeq Paired-End DMNA Lib, Gel plus

TRETR1RHY TRENZIER ek

O (5-D) TruSeq Long Insert Paired-End DMNA Lib
O (5-E) TruSeq Small RNA Lib miRNA

|| (3-G) Degradome Lib

O (5-1) TruSeq ChiF DNA Lib

L] (8-L) Ready-to-Seq Library

T [(5-M) Nextera Mate-Pair DMA Lib

] (5-M) TrusSeq Syninetic Long-Read DNA Lib
] (5-P) Indexing PCR 2nd Step PCR

) (3-Q) Nextera DNA Lib

O (5-R) Mextera XT DMA Lib

+(5-8) Stranded mRNA Lib, Poly-A

+(5-T) Stranded mRMA Lib, Ribo-Zero
+(5-U) Ultra-Low Input Stranded mRMA Lib
[| (- Human Exome Capture

|| {8-) Customized Prep

LI (ac) ac only

. =1 L I
Library2{E SampleH & !
|
App. Unit # of Library # of Sample . . . Lanes Total !
Type Price Construction Sample QC Submitted Sequencing Mode Multiplexing Requested  Price |
| Qubit DNA 20 Clear | 117,800 :
| Qubit RNA ® HiSeqg HT 0
|| gPCR (Ready-to-Seq) Ff:Irmat Read Length :
[ | BioA HS DNA ® pE 2425 -
SCa 6660 10 T 10 - B 10 =i = - d
|| Bio& RMNA Mano i) sR 100
| BioA RNA Pico ‘2! Hiseq Rapid 0
| FA DNA 6-Kb < MiSeq 0
[/ FA DNA 50-Kb 0
i
Total Lane(s): 1 Lra 4 B —— 45 4> |
(s) ¥ T Quote2 % - BNRETREEEIUL




QIO 1E LIMS EERERTEBARFS ?

= ZA LIMS % - T£3F32EE SERVICE 2 T #4532 Apply For Services - SRE—EERFEE - BIOSE
ARFFEIZEEH o IR SRR ESE—IEEBIE Application Type IHEAMERIE - B1E : 78
STR{EAY Library E(E ~ FEERERY Sample HE - IR EHEFEK - I E T Quote & - BIT
BRLESEERKRE TG °

« ETR IERESAEN - MRIREEZMANLEERG - BIfRERBERIERG Mo - 1%
T Print %z - BIT & PDF t& T\ AL IBEE -

» B BiRHiRmiB R R BRIV OERER - TAERICETRERLENETEH -
SR EERTamRE - BT ERR EERIVUER PDF1E o

« FREETERE - IREEEI—E QTID XFRILL (BFRERAY) EFREEEE - NIRIREIRmELBIE
FEEENNSETORARE - ILURE QTID 15T - LUBEFRMIIRRIES IR RS -
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SNGCS|

CORE

LIMS for Hfgh Thmughput Genomics Core 2 Keroko Kaeru

HOME = SERVICE + + PLE + ¢ + LOGOUT

Apply for Services

RUERRFSERS

Request Overview

Choose Instrument Service

® |[llumina System

® PacBio System

HEEIEE A Project

Fill-in User Information Preview Your Requisition

» O

«

Application Type

(] (S-B) TruSeq Methylation DNA Lib

~ (8-C) TruSeq Paired-End DNA Lib
v (5-Ca) TruSeq Paired-End DNA Lib, Gel free

TR R R
Upload Sample Sheet

TRET R {HHY

LibraryE( £

HEE HERFLERE SEREEHEE ¢ FFNGS CorefEZ
Complete On-line Application

FRENRER
Sample&H =

[ (s-Cb) TruSeq Paired-End DNA Lib, Gel plus ~ APB-  Unit # of Library # of Sample . - Lanes Total
( ) q h p el lEnes) [Cansmilchnn Sample QC Submitted Sequencing Mode Multiplexing Femmeed| T
O (5-D) TruSeq Long Insert Paired-End DNA Lib Clear | 160,200
[ (8-E) TruSeq Small RNA Lib miRNA — ) HiSeq HT
a ¥/ Qubit DNA 20 ® HiSeq Rapid
[-1{s-G) Degradome Lib [ Qubit RNA
] (S-1) TruSeq ChiP DNA Lib (] gPCR (Ready-to-Seq) (
[) (S-L) Ready-to-Seq Library .~ JBioAHS DNA - (@] 2150
S-Ca 6660 10 5 o |2 -/ PE 10 -m -
|/ BioA RNA Nano

+(5-M) Nextera Mate-Pair DNA Lib

(] (S-N) TruSeq Synthetic Long-Read DNA Lib
(] (S-P) Indexing PCR 2nd Step PCR

[T (3-Q) Mextera DNA Lib

(] (5-R) Nextera XT DNA Lib

+(5-8) Stranded mRNA Lib, Poly-A

+(5-T) Stranded mRMA Lib, Ribo-Zero
+(5-U) Ultra-Low Input Stranded mRNA Lib
[) {S-W) Human Exome Capture

() (8-Z) Customized Prep

. [ ac) ac only

[/ BioA RNA Pico
[/ FA DNA 6-Kb
[ FA DNA 50-Kb

O pE 27200
® pPE 27250

Total Lane(s): 1

Grand Total: 0 (Exclude Inquiry) <- G Eh G G Gb G Gb Gb Gb G Gb Gb Gb Gb G a

J




RERGEEER HERRTE AR R AR %E!Eﬁﬁﬁl
CQuotation Preview Your Reguisition Upload Sample Sheet Comple
» 9
Principal Investigator
Name(® =2 )+
Name

First Name(En):Keroko Last Mame(En):Kaeru
Institute ;BFXL MIRER
Phone 02-27871199

E-mail jengyili@amail.com

Applicant (Contact)
Name(sh37): 842 | 11 do not have a Chinese name
First Name(En) " : [Tamama | LastName(En)*: [Kun |

Institute* [EiE B FER |
Phone* [02-27871199 |

E-mail* tamatama@gmaj

\  THENIBHSARE
.+ (PIEERHE A SEREIFHEANE)

(A-03)

HREEEEES: RS A B Project
Quotation Fill-in User Information

» 5}

Principal Investigator
Name(®=T )+

First Name(En):Keroko Last Mame(En):Kaeru

Institute EiEAE W&
Phone 02-27871199

E-mail jengyili@gmail.com

Applicant (Contact)
Mame(®h=T R

First Name(En): Tamama Last Mame({En):Kun

Institute EiEAE W&
Phone 02-27871199

E-mail tamatama@gmail.com

Project (brief description)
Project Name Amphibia

Funding Sources Amphibia

HREE RS ERHTE  FENGS CorefEE

Upload Sample Sheet Complete On-line Application

Quotation

# of Library

App. Type Construction S AE

# of Sample

Submitted

Sequencing Mode

. . Lanes Total
Multiplexing Requested  Price

(8-Ca) 6,660

TruSeq Paired-End DNA Lib, Gel free 10 Qubit DNA 80

10

HiSeq Rapid 160,200
Format Read Length

10 1 226,800

Total Lane(s): 1
Total Amount: 226,800 (Exclude Inguiry)
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IR EEEER TS A B Project HERRTE A STREHEER * FFNGS CorelgE

Cuotation Fill-in User Information Preview Your Requisition Complete On-line Application

» (a)

TEFEE
« Please referto "NGS Sample Preparation Guide™ for the labeling and packing, and ensure the quantity and
quality of samples fit the NGS requirement.
« Sample Name must be the same as the labeling on the tube cap.

1
= =
_ (S-Ca) TruSeq Paired-End DNA Lib, Gel free ]‘Eﬁdﬂ‘%uu%fﬁﬂiﬁ (-XIS)
Organism or Species |

e Download
Genome Size or DNA Length* | | .
» Yy
Purification Method * | | .
: 4 B )
. Upload Sample Sheet* | Upload J }Eﬁi%ﬁ%g*ﬂ ( pdf)
T?ﬂgiﬂaﬁ*& (.XIS) ....‘ Download Table .ooooooo.ooooooooooooooo \ °
S-Ca_suppInfo.pdf
Upload * FIRFEREE "'"""""""""": File name must be "S-Ca_suppinfo.pdf.
Supplemental Information | File name must be "S-Ca_suppinfo_pdr : || No Supplemental Information Available
F iﬁiﬂ'ﬂ E EE*R ( doc) P Download Table || No Supplemental Information Available : Reason: | |
o A \. See Example REEEUH:| | :ooooooo.
=V iuAlIN -
TRRHER G
Remaining character; 120 - KE |7~ (5IBAIEE)
Note BRI
File name must be "5-Ca_supplnio pdi
1#| Mo Supplemental Information Available
Reason: No gel image |
SERHRTRE 3B \ | Y




HEEEEES RS A F Project TR AR TS Y HEE e iR
Cluotation Fill-in User Information Preview Your Requisition Upload Sample Sheet
» (5)

« Your NGS seguencing application is successfully submitted. As a part of our standard service procedure (see Service Flow), every requisition will go
through a visual guality inspection prior to the actual sample submission. We will let you know soon about the result of pre-inspection. Your patience and
understanding is appreciated as we are processing your application.

QTID QJLIRRIREIESE
BARIERIVEFEGRE

(QTID: DT180322JD[IUU4?)'°~~~~~----oooooo

Application Date: 2013/03/22 13:10

Status: Pending

(A-03)




I LAERFEREEMIELIE (—iE L) BVERIRFSIS 7 (A-04)

= TPl o Application Type 2ERY - EHEMEBERVER®R - HEIREKERBIERL - TiiSEm
BRflFREIH R ERERI & - BT HeERES -

» iR EREEMmIE (BlE) AIIRFFEHEEZHF—IE L - Lanes B SMRT-Cells FVEZ NI
BINERE o
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MEEEEE HEREE A B Project R ER HEER HEE R RS SEREHEEE © EEAFNGS CorefEE
Quotation Fill-in User Information Preview Your Requisition Upload Sample Sheet Complete On-ine Application

» (1] » (2] > (3] »» (4] » (5]

« ...................................................

e

BRIEAEXK

. : [ {3-B) TruSeq Methylation DNA Lib : Illumina Service Quotation
A p p I ICa t| on Ty p e ~ (8-C) TruSeq Paired-End DNA Lib E Please fill in all fields to get a price quote for your specific needs.
Ll (s-Ca) TruSeq Paired-End DNA Lib, Gel free  $ : : —
|/ {8-Ch) TruSeq Pairad-End DNA Lib, Gel plus : f_ﬂ’e #n'::ré go?lfslt_llsztaign Sample QC #SDJD?:Q&E Sequencing Mode Multiplexing Requested ;?It;;
[ (8-D) TruSeq Long Insert Paired-End DNA Lib o (] Qubit DNA Clear | 117,800
¥ (5-E) TruSeq Small RNA Lib miRNA s ¥ Qubit RNA 80 @ HT
[ (s-G) Degradome Lib E S g;iRHg!:a::-m-Seq} Z“:ﬂtﬂez“::;m“
- ) : . . - .
S |/ BioA RNA Pico ! HiSeq Rapid
T (5-M) Nextera Mate-Pair DNA Lib : [/ FA DNA B-Kb = Miseq
o {S-N) TruSeq Synihetic Long-Read DNA Lib : [/ FA DNA 50-Kb
[ {8-P) Indexing PCR 2nd Step PCR & [ Qubit DNA | Clear | 117.800
(] (5-Q) Nextera DNA Lib S g Qubit RNA 80 : T
(] (S-R) Nextera XT DNA Lib . - ql_’CF! (Ready-to-Seq)
o . L/BicAHSDNA < ® p 27125 - .
—(§-5) Stranded mRNA Lib, Poly-A cocssSagino 10 T @ BioA RNA Nano 2,000 [V I © sk o 10 1 o0s = |161,680
¥ (S-8a) Stranded mRNA Lib TruSeq, Poly-A [ BioA RNA Pico O Tiseq Rapid
|1 {8-8z) Stranded mRNA Lib (Customized Prep, Poly-A) [ FA DNA 6-Kb Q MiSeq
+(8-T) Stranded mRNA Lib, Ribo-Zero [/ FA DNA 50-Kp \ ! )
+(8-U) Ulira-Low Input Stranded mRNA Lib Total Lane(s): 1 .
("1 ¢3-W) Human Exome Capture .

Grand Total: 275,300 (Exclude Inquiry)

[ ¢s-7) Customized Prep
[J¢ac) ac only

HENNRIEREE




BRI
BRBEREAREN |

HREEEER TARTRIEE A B Project
CQuotation Fill-in User Information Preview Your Requisition

TEARFHFEEH

»

b oa B U P SERRFER  SEENGS CorefEZ
Upload Sample Sheet Complete On-line Application

4]

Please refer to "NGS Sample Preparation Guide" for the labeling and packing, and ensure the quantity and

quality of samples fit the NGS requirement.
Sample Name must be the same as the labeling on the tube cap.

oo museasmarumru
0000000000000 0000000

Organism or Species*
Genome Size or DNA Length *
Purification Method *

Upload Sample Sheet*
Download Table

Upload *

Supplemental Information
Download Table
See Example

Note

0000 0000OCOFEOGOEOGIOONONONOSNOSNOSNOIO
Organism or Species*

Genome Size or DNA Length*
Purification Method *

Upload Sample Sheet*
Download Table

Upload *

Supplemental Information
Download Table
See Example

Note

Upload

R

File name must be "8-E_supplnfo.pdf”.

Sample Definition*:
) genomic DNA | amplicon | total RNA
I ChiP DNA - cDONA || Ready-to-seq Library

[Jplasmid DNA [ImRNA [ other

Enzyme Treatment & Usage: Sample Type*:
O pna ORNA

) DNase
O RNase Dissolved in":
) RNase Inhibiter - HO

|| No Supplemental Information Available

[ | U EB

Reason: |

| Ootner| |

Remaining character. 120

A

(S-5a) Stranded mRNA Lib TruSeq, Poly-A

Sample Definition* :
! genomic DNA | amplicon | total RNA
L chiP DNA [ JeDNA [ Ready-to-seq Library

Cplasmid DNA CImRNA  Clother| |

Upload Enzyme Treatment & Usage: Sample Type*:
O pna O RNA
) DNase
FEBEARE O RNase Dissolved in":
File name must be "S-Sa_supplinfo_pdi”. ) RNase Inhibiter "j’l Ha0
| W EB

) No Supplemental Information Available

Reason: |

| Ootrer| |

Femaining character: 120

A-04




IB5eiR CRRERER L& - B LAEZEF 51K 7

E FRHER2E S (TREENE ?

= AP - {REFEREERVEEIDETTRE NGS Core Manager BYZE#% (Application Pre-check) - 2
BoEBiB% - IREWEIRHBAE Your Application Passes the Pre-inspection - EIZ2{4HIEREE
ARREEE A Wait For Sample Submission + LEBHRA ST LAFURSREIR 4 -

« R{FZBI - BT FEERIRFSRaaRMEiEmBBlR (R l) - SRESIENHKG Pl #571E& -
FERERBIF - FEIRIMRmEERFEN F B giiEEHF -

= B A LIMS #% - 23888 SERVICE 2 THY Request Overview EE - FFH QTID k%=
EIERBER NOEIOERRER TERS

« WRIREFRFEREME CRVERIRTS - s8acFEFHERISIEN LR -

= BRERmBEEERRE - 5522E NGS Core #8ih LRYERBA : Sample Submission



http://ngs.biodiv.tw/NGSCore/sample-submission/

Apply On-line

Application Pre-check
by NGS Core Manager

Your Application Passes
the Pre-inspection

Download Forms

Signed by PI for Approval

(A-05)

‘BNGS|

Service Request Form List

appiication Date: [ TGP s

QT180327-000049

\

SE +  SAMPLE +

Apply for Services

Request Overview

S QT180327-000049 st ]

S EYNG IR

QTID: QT180327-000049  Wait For Sample Submission

Application Form

(5-B) TruSeq Me

HLINES for High Throughput Genomics Core :

SRANE HOME  SERVICE +  CA QUESTION +  LOGOUT

~

3 Keroko Kaeru

I T | Request Overview FIF3 QTID 8= HagZe
SHE NOERREN TEHH

Make An Appointment

@) for Sample Submission

~\

g

Sample Submission Form
MA Lib Wait For Sample



R ERIS—al o HYRm - BREE[ LEEEN -

F T HYER D LA R BRI ?

= gPl - SBE—FRIBEBERRBSAIHER - IHRIREDERAVRmMIBR - W CIERmBlRIE
H - RIFERERIREBE - FHBNTEEREBRE - AIUMNFETME—TEHF -

= T—HHRRERIE - 5B5EE A LIMS - FIF Case ID 233888 CASE Z THY Case Overview B
E % - Bh Case IDEA R - BEHETEE Sample Submission Form 51+ 3& T Add
Sample Submission Form #Zift - B0 E{E5E " {ptRamBAizR - FEEMRATEREREE - Al
O ¥R E TR — IO o

o REAHIRmEVEF D IVCALCERHE




IR TRET & SRAY

ERomimE

\

App. Unit  # of Library

Type Price Construction SR EE #Su:bsn?ilﬁngtlie EEOUENS e (e JT2ang Relaineesied ;Erlif:ae:
53,000
') HiSeq HT
¥ Qubit DNA ® HiSeq Rapid
' Qubit RMA
| gPCR (Ready-to-Seq) CPE 27100
s 9140 10 2 :f:E:Z::fIE::m 2020 - 'PE 27150 10 21 2 144,400
) _ ! PE 2*200
S L
| /FA DMA 50-Kb ° SR >0
I SR 100
G MlSeq

(A-06)

meE (B—Htxm)

Upload Sample Submission Sheet Finished

Please press Close to close window.

4. You applied # of Sample Submitted is 10, but the sample sumbmission form only has 5 samples. Please
= remerber to complete the number later.

Upload Sample Sheet*
Download Table

Upload *

Supplemental Information
Download Table

See Example

Upload Sample Sheet uploaded.

Download

S-I_supplnfo.pdf

File name must be "S-I_supplnfo.pdf”

I No Supplemental Information Available
Reason: |

Sample Sheet:

No  mele (f;ti.'f) Niﬂ}fﬁ“" \(ﬁl) ?:;) 260060 26030 maie RIN Notes et
1. amphibia 01 8 30 024 18 21 Waiting
2. amphibia 02 5 30 015 18 21 Waiting
3. amphibia 03 75 30 0225 18 21 Waiting
4. amphibia 04 0 30 03 18 21 Waiting
5. amphibia 05 65 30 0195 18 2.1 Waiting

#8 NGS Core Manager %8
Romix

Q@) & - BNTIFRiySE—Ht
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% LIMS for ngh Thmughput Genomics Core 2 Keroko Kaeru

Bl HOME SERVICE + | CASE+ | SAMPLE +  QUESTION

Acaperia SiMica

Z3NGS

Case Overview

Case List

; = M itkmE RIS &
\ -----® I Case Overview Xk Ha%ZefF
o=L0R vl ) 180327-52 >ase Status: ||| R (q*uﬁﬁ Case ID }gg)

ao: I /- 0--: [ - - I

llumina & PacBio

HiSeq Rapid Sample Delivery

SR 50, 1.0 Lane(s) Batch Delivery

20180327-52 lllumina 2018/3/2T7 £ 11:46 S

2k Case ID S EA

2018327 k4 11:45




(A-06)

Add Sample Submission Form

FIEBE Sample CaselD 20180327-S2
Application (SampleSubmission Form SmeiSSion Form rUDk-"ﬂd

Upload Sample Sheet* § Download

EESEE:
« Please referto "NGS Sample Preparation Guide” for the labeling and packing, and ensure the guantity and

quality of samples fit the NGS requirement. S-I_supplnfo_2 pdf

« Sample Name must be the same as the labeling on the tube cap. Upload * | File name must be "S-I_suppinio_2. pdf.
Supplemental Informationf | | | Mo Supplemental Information Available
Sample Information: B
Reason:
QOrganism or Species* Frog Sample Definition*: ’ -
i . genomic DNA | amplicon total RMA .
Genome Size or DNA Length™ | 2GB | cpyp pya cDNA Ready-to-seq Library Note .
Purification Method * | Kit plasmid DNA | mRNA other
E{ﬂEBﬂ:%%EIJ 2 [OiE=EDS (e =
i in*: *: \
Enzyme Treatment & Usage: E;mlved " ;;:ple Type };E NEHPRIES xk0O00/8 % —_— zxA0
File List:
o Sample sample Supplemental Upload Sample Submission Sheet Finished
No. Submission Date L B
Sheet Submission Form  Information .
Please press Close to close window.
1 2018/03/27 i Download Download

Sample Sheet:

Sampe  Quoit  NanoDrop Vol AmL 0D oD [RNA Receive
NO  “Name  (naiul)  (naiul)  (ul) (ng) 260/280 260/230 Ratio TN MNotes ﬁ SEEIP

E D "\ FnEEEEs

1 amphibia 06 8.5 30 0255 18 21 Waiting
2. amphibia 07 ik 30 0165 18 21 Waiting
3. amphibia 08 7 30 o021 18 21 Waiting
4. amphibia 09 12 30 036 18 21 Waiting
5. amphibia 10 6 30 018 18 21 Waiting

#& NGS Core Manager Z#%38
Q@) & - BIomisE—#iRmE T




I LUEEEHYRamERE R -

#F Sample QCHERILR R B HEAL{E S Z ISR IS 7 (A-07)

= {ROIBEMIEMGE : EX0 Library 818 vs BERRE Library 82 o

= 22X Library & . AIRIMEREEE R BEZD Library BYEE - 551 — R IEF B EFIRTS
(A-03) - FUEIZR R BANE Sample QC Report Is Ready For Review 21 - BIOJ & A LIMS =&
EERI THEHIRES - WHSEREUIEUE Library - 3515 - PEENEISE VBB EYEEEE FFE
%=HY # of Library Constructions IE2— o

» [EFRRZE Library E& : WRIFEDREZ R [EZ) Library BY5E - 555655 (QC) QC-only ° 15
W B F 7@ RS Sample QC Report Is Ready For Review 2% + BEIT & A LIMS EEEHEEEH T
SRS - FINREBZR Y Library ELZ1E - BIK—IRIEFRGBEERIRS (A-03) - 5= -
HRRIREViRGR ERLECE Sample ID - Kt BRAtRmEBHREVER DB IR (A-08) BVINERIES -



(A-07)

EA Library (& : SEERRERIRTS - BIKIERIEERTD

the Pre-inspection

HEFIBES A B Project WS EUE HEELEEE SR  TENGS CorefRZ < g ' Your Appl ication Passes
Fill-in User Information Preview Your Requisition Upload Sample Sheet Complete On-line Application “
N

lllumina Service Quotation

Please fill in all fields to get a price quote for your specific needs.

#ﬁe Fl'-:ll-:r.lra gn?lfslt_riscr%gn Sample QC #Su:fn?irrrtlg{lf Seguencing Mode Multiplexing Rel_qilrged g?it;; Sample Dellvery
[ Qubit DNA 56,000
! Qubit RNA 80 @ HiSegHT .
[ gPCR (Ready-to-Seq) | TEf e 2
. pioAHs DNA < O PE 2125 . R
S-E 13300 5 * | ® BioA RNA Nano >000 8 - @ sk 100 5 (1 2 134,740
[/ BioA RMA Pico ) HiSeq Rapid
J FA DNA 6.k © miseq QC Test (NGS Core)
[ FA DNA 50-Kb

Total Lane(s): 1
Grand Total: 134,740 (Exclude Inguiry)

(g.\’ Sample QC Report Is
Ready For Review

S



(A-07)

~\

LIMS for ngh Throughput Genomics COF'E £ Keroko Kaeru

(BNGS|

AcapEria

Case List

— — 2 QC TRGERIIE L2 &
Z:SIHS::;Z“ —1<D B & Case Overview ¥ HEZSEH

=
2 jnumina & PacBio ( DI*U% Case ID }g%)
m Accept Date App. Type m Status Updated Select Sample | Sample QC Report | Lib Prep Report

Sample QC Report HiSeq HT

20180026.55  llumina 20180928 FF 520 SE o0 T QCFnished 201819126 FF 523 | =
= o
CcaselD 20180926-53 [(@CFinished) QTID QT180926-000098 (T

HiSeq HT

SI.?! 100, 1.0 Lane(s) ° S[E Tﬁiﬁ%
( — ) ] AT EERE

Lib Prep Report

App Type (S-E) TruSeq Small RMA Lib miRNA Seq Info

Signed File

Sample QC Report (.xIsx)

Sample QC Summary

sample ID sample Name Q'::;“RITA V‘::':gg“ A:;::g:':m m vl.:: :e Rs:n:m Note status Selected
STI8-AY01  KERORO-1 1555 135 20093 19 82 pass | | Qc Pass
STI8-AY02  KERORO-2 1120 85 952 25 82 pass | | Qc Pass
STIB-AY03  TAMAMA-1 1205 85 10243 23 83 pass | | Qc Pass
STIB-AY0A  TAMAMA-2 1435 185 265.48 18 85 Pass [ | Qc Pass
STI8-AY05  GIRORO 1450 180 261 18 83 pass | | Qc Pass
STI8-AY06  DORORO 1335 150 20025 2 85 pass [ | Qe Pass
STI8-AY0T  KURURU-1 1240 95 17.8 21 85 pass | | Qc Pass

ST18-AY08 KURURU-2 1100 120 132 2.1 86 Pass | | QC Pass




(A-07)

~\

o LLANVES forHigh Throughput Genomics Core = xeroko kaenu

1*-" HOME  SERVICE + | CASE + SAMPLE +  QUESTIO

(BNGS

. Case Overview
Case List

— — W El QC ERBRIIELZ &
Z:SIHS::;Z“ — Z Case Overview ¥ HEZ=F

22 wumina 2 PacBio (q*um Case ID }EBZ:?E-?)
E¥-€ - H

« TLAHGE B {ElSamples - 20180926-53  llumina  2018/9/26 F2F 5:20 S-E R m{;sfqnlgne I QC Finished  2018/9726 TF4F 5:23 A

Sample List:

HE:E R

No. ig" sampiName P& Library
P e PR

2 o KERORO-2 ST18-AYD2

S [P Et SaEnNBYER )

o | 0 ez Prirsasascesseseces EfJEREE LAMEEAY

A N . # of Library Construction#{&—%X )

B F DORORO ST18-AYDE

7 O KURURL-1 ST18-AYOT

B8 L|Z| KURURL-2 y ST18-AYDE




(A-07)

58 QConly - BBEF

<§> NGS Core Notification:
Sample QC Report Is Ready For Review

1 {S-B) TruSeq Methylation DMA Lib

+(S-C) TruSeq Paired-End DNA Lib
1 {3-D) TruSeq Long Insert Paired-End DNA Lib

[ {s-E) TruSeq Small RNA Lib miRNA %7\ LIMS EE%E%EW:T%E%&%
|/ (5-F) TruSeg Regular mRNA Sample QC Report (.XISX)

1{5-G) Degradome Lib

[ (1) TruSeq ChiP DNA Lib
20180329-51 Ilumina 2018/3729 FF 12:23 Qc QC Finished 20183729 FF 12:26 =

1 {5-L) Ready-to-Seq Library

+(5-M} Nextera Mate-Pair DMA Lib

1 {S-N) TruSeq Synthetic Long-Read DNA Lib
L 1{5-P) Indexing PCR. 2nd Step PCR

1 (5-Q) Mextera DNA Lib

L (5-R) Nextera XT DMA Lib

+(S-8) Stranded mRNA Lib, Poly-A 1&%@*@;&$§%EF§HE§%

+(S-T) Stranded mRMNA Lib. Ribo-Zero

+(S-U) Ultra-Low Input Stranded mRMA Lib
1 {3-7) Customized Prep

(% ac) ac ony )




B EE L FIREAVRmIRBBEMNIEENERBIRTS -

D/(IL;\FF:FiE’/% Q\DDEJaﬁ‘EHiEI]E :

= HHBIEZR NGS Core RVFTBiIEmES B XBRYIEmiRE (Sample ID) » RtEIERRmEBMHHIRAY
Il - IVErSsXiRkmAYiRmimsRIE A RISHY Sample ID @i o

o BIRREEIRmMAY Sample ID 233 - SJFE I8 SAMPLE 2 TH) Sample Overview BH -
FJFH Sample Name S ZixmIVER ©

= B{E - {RYZEIEEEE CASE Z THY Case Overview EH - FlIFE Case ID B ixmFTBRVEM
iliZ5 Sample QC Report B {HE R - BT Sample QC Summary ;5B EIEZIRmAY
Sample ID °



(A-08)

IS HxEaAY Sample ID EEA

ExomBAHE R AV LR LR

A B C D E G H

Sample Name Qubit w Nano Drop Vol. ‘ Amt. ‘ oD ‘ oD ‘ rRNA } RIN } Notes sampleID
(tube labeling) (ng/ul) (ng/ul) (ul) (ug) 260/280 260/230 Ratio

KERORO-1 1216 100 121.6 2.1 2.34 1.9 8.2 ST18-AMO1

: KERORO-2 1387 100 138.7 2.12 2.37 25 8.2 ST18-AMO2

4 TAMAMA-1 1262 100 126.2 2.1 2.36 2.3 8.3 ST18-AMO3

5 TAMAMA-2 1255 100 1255 2.1 2.24 1.8 8.5 ST18-AMO4

6 GIRORG-1 1127 100 112.7 2.09 2.21 1.8 8.3 ST18-AMO5

7 GIRORO-2 1415 100 141.5 2.13 2.41 2 8.5 ST18-AMO6

g DORORO-1 1163 100 116.3 2.1 2.36 2.1 8.5 ST18-AMO7

9 DORORO-2 1014 100 101.4 2.1 2.38 2.1 8.6 ST18-AMOS

10 KURURU-1 1161 100 116.1 2.11 2.29 2.1 8.4 ST18-AMO9

11 KURURU-2 1253 100 125.3 2.12 2.37 1.8 8.4 ST18-AM10
Hf_/\ g H(_/

: Y :
=E ~ HLE - FiRmEH

xmaEEUE Sample ID iE

OEENER




(A-08)

8 N@S F LINS for High Throughput Genomics Core & keroo kaeu
ACADEMIA SINICA HOME SERVICE + CASE+ | SAMPLE+ QUESTION + LOGOUT %Z{ﬁﬁigz*’%ﬁﬂ'g Samp|e ID %{E_{

Sample Overview oJZ Sample Overview
Sampe n; Sample Name | Create Date | QC Result | FF Samp|e Name {ESRmER

. m

B Fil

# of query result: [ 1]

Sample 1D [= e M
" sample ID: ST12-AMo7 (SRS

LR BNl DORORO-1
Sample Info
Organism Sample Qubit Nano Drop Vol Amt oD oD  rRNA

Sample Name Create Date Input Box RIN Chwner(s
S s or Species Type (ng/ul) (ngful) (ul} {ng) 2607280 260/230 Ratio )

25
DORCRO-1  2018/03/29 12:23 - frog RMNA - 1163 1163 100 1163 211 236 21 85 1. Keroko Kaeru

Sample QC

Qubit
Qc Volume{ul) Amount{ug) rENA FIM
Create Date RMA Mote
Fesult after QC after QC Ratio  Value
(naful)
Pass 2018/03/2012:256 1163 100 116.3 2.1 85
o




SNGS

Case List

CORE

I Case Overview

=LY (0l 20180329-51

zase status: [ EEENNNED

LIV S for High Throughput Genomics Core & kerko kaeny

HOME  SERVIC CASE + SAMPLE +  QUESTIO

oo I »-~> o+t [ - - I

® 1umina @ PacBio

EANEEZIZmAY Sample ID 2313
o] & Case Overview

FIF Case ID 18525 mPTBHIZ

2018032951 lllumina 2018/3/29 FF 12:23 Qc

QC Finished

2018/3/29 FF 12:26

Sample QC Report

Lib Prep Report

(A-08)

) RNA
Ratio
1.9
25

23

21
21

21

RIN
Value

8.2

8.2

83

85

83

85

8.5

2.6

8.4

2.4

Qac
Result

(. . —

#h Sample QC Report BV {FER

~ [=] =]

BIT#E Sample QC Summary jSEHIXEIEZIRmAY Sample ID
Sample 1D Sample Name Note for Case QL;:;:I':A “.:\ﬂerQC After QC
ST18-AMO1  KERORO-1 [ | 1216 100 1216
ST18-AM0Z  KERORO-2 [ | 1387 100 1387
ST1S-AMO3  TAMAMA-1 [ | 1262 100 1262
ST1S-AMO4  TAMAMA-2 [ | 1255 100 1255
ST18-AMO5  GIRORO-1 [ | 127 100 127
ST1S-AMO6  GIRORO-2 [ | 1415 100 1415
ST18-AMO7  DORORO-1 [ | 1163 100 1163
ST18.AM02  DORORO-2 [ | 1014 100 1014
ST18-AM09  KURURU-1 [ | 1161 100 116.1
ST1S-AMI0  KURURU-2 [ | 1253 100 1253

Note

Status

QC Pass

QC Pass

QC Pass

QC Pass

QC Pass

QC Pass

QC Pass

QC Pass

QC Pass

QC Pass

Sample QC Summary

Selected

~




HEIEBEC & mISAY Library 32X L -

EERGRIISIEFZERTEENR ?

= EEEERIRFFRVIFER - 557E Application Type IEEH%)E (S-L) Ready-to-Seq Library o

« BIRRE Qubit RERERIEYE - 55 ixmBAtHZRAY Nano Drop ~ OD 260/280 ~ OD 260/230
& = {EfIE E N/A BT o

= FEFBIUIEE Index Sequences #5F {1 o {REJLAEETfEiRmBAfHIRAY Note R - SRESANE
IBystE2E - DA PDF BRI FTEHR (Upload Supplemental Information) °

= SNUNRIFEESHY Sequencing Primer BIE + sBER HHRIFFHE—{HEBE o



FIRZ=LIFTE NGS Core EHEUSHY Library 2k

B LR - S2U{aR{Ele ?

= EIEEERARFSHAVEHE - F57E Application Type IEEH1Z4)3E (S-L) Ready-to-Seq Library ©
« IBEIRmABREYSINE (A-08) ©
« S5 BEERITE 5 £ Note fRAIAPIEIEIREE BN Z=2R CHERY Library ID #53{fI o




MANAGEMENT




IROEBERLE (BRER) -

HEEEFIF QTID BHHFEE ?

= JEAFEEE SERVICE Z THY Request Overview BH - BITJ BB ER4AIREEE - BN
gREEEETOHEEHRA - @A QTID SERERFHEEERE - LLE—S BRI EERMR
FREEEE -

= Pending : BiRHi#R LEREE ; FF&E1T Application Pre-check o

= In Need of Revision : %EIE5Z=4#E Application Pre-check % - 33IR B DIERIEIREEIZEN -

= Wait For Sample Submission : s%FREEZE 5838 Application Pre-check - TIDIFERRE ©

= Request Accepted : #RmE# NGS Core £2UN - Z=HFMIL o

= Request Canceled : B%EREEEMKELH -



(M-01)

8 N@g ’: LAIMS for Hfgh Thmughput Genomics Core 2 Keroko Kaeru

Acapem L 8 HOME [ SERVICE + | CASE+ SAMPLE +  QUESTION LOGOUT

. . Apply for Services
Service Request Form List

Z Request Overview

BNo 2B R B = FRIERERER

Request Overview e0000000000000000000

aro: I <-:;:
Application Date: pRURETEEE 17 |8 2018/3/27 17|

¥ 1umina ™ PacBio E*%-?E%EF@HUA QTID y EEEDE E,H‘Hﬁﬁ
o E— S BT ESEFHERBER

QAT180327-000051 lllumina 201803727 11213 Pending Tamama Kun
QT180327-000050  llumina | 2018/03/27 11:09 5-E In Need of Revision Tamama Kun Edit Edit Edit | Re-send | | Cancel |
QAT180327-000049 lllumina 201810327 11:06 S-B Wait For Sample Submission Tamama Kun
QAT180327-000048 lllumina 2018/03/27 10:23 5 Reguest Accepted Tamama Kun

QT180322-000047 lllumina 2018/03/22 1310 5-Ca Reguest Canceled Keroko Kaeru




FULEI Your Application Is in Need of Revision HYE4% -

R TNARELIGREN ? (M-02)

= E{RUZE] Your Application Is in Need of Revision AY&@4%I - FRE%XEHEEZEHE Application Pre-
check 1& - B3IRBEIDIERiGRT 2SN ©

= E5FIF QTID ZE3E3EEE SERVICE 2 THY Request Overview BEEINHEZZEN « MHKEREA
User Info * Service Info ~ 8% Sample Info iE1T#wEE - STA%#& - ¥ F Re-send % - B ERER
BARHESE o



(M-02)

8 N@S %’3 AINES for High Throughput Genomics Core 2 eroko kaen

Acapemia Simca 1% HOME SERVICE + CASE + SAMPLE + QUESTION + LOGOUT

) ) Apply for Services
Service Request Form List

% Request Overview

p—— *Uﬁa QT|D }ﬁtl:.'ﬁﬁ%ﬁz

*11PR QT 180925-000095 ce v
Appiication Date: [N < - I

 Jllumina ™ PacBio

QT180925-000095  llumina  2018/9/25 F 4 5:41 In Need of Revision = Tamama Kun dit Edit | [ Re-send | [ Cancel |

imEESThAX® -

Tl
[ TERR 3=

Re-send BAAEHEE

[ 1% Edit S\ 88 ]




FJLAUNEIER EHYERERIS 7

= O - EVRRVZEHEEEEERETA In Need of Revision BYEFE - 2T Cancel 1788 - ENTJURE]
EREE o

» BEUEFEEERETA Pending X Wait For Sample Submission » M{RX AEUN[EIEIEERVEE - 55
RIEDRESH] - BFIRSR/IRREE (BHsEHAWT) o

= Core Manager : =0 tfiztEI#zET (Dr. Mei-Yeh Lu)
Email : biofuel@gate.sinica.edu.tw

Office Tel : (02) 2787-2218



mailto:biofuel@gate.sinica.edu.tw

(M-03)

8 N@S L%:-: HLINES for High Throughput Genomics Core - keroko kaers

Acapemia Sinca 1V HOME SERVICE + CASE + SAMPLE + QUESTION + LOGOUT

) ) Apply for Services
Service Request Form List

% Request Overview

Request Overview R *U% QTID }ﬁﬂjgz;(ﬁf’-t

#11PR QT 180925-000095 saws: [ NG
Appication Date: [N < - IR

% lllumina ™ PacBio

QT180925-000095  Mlumina = 2018/9/25 F4 541  S-L | In Need of Revision | Tamama Kun Edit [ Re-send | [ Cancel |

¥ T Cancel

s WRIOIERES

uELF%",J—J_\%
In Need of Revision




=ML E (ERSEAF) -

HEEEEFIH Case ID EHHIT

= SEATEEEE CASE Z THY Case Overview BEHE - BIOZIEFMERFAVEITEE - SHMOllE
FEBETHIEEHED - @A Case ID ~ QTID ~ S{EREHEHHEIEE - LUE— S BRI ESE
HFHVEITEE o

= Sample Delivery : #RmBEi&E ; F1FE1T Sample QC -

= QCFinished : #kmE 5 QC - GLIBEFER °

= Start Lib Prep : IETEETimEHR ©

= Lib Prep Finished / Ready-to-Seq : ixmBTE{E - JABBER » FTTHF LR -

= QCFailed/Lib Prep Failed : Bt KiEi& QC E{HK - FF User REE—THIRE °
= Sequencing : IEEEIT EHERS o

= Case Closed : EFR5ERY - HERERMGERTH 52 ©



(M-04)

Keroko Kaeru

8 N@S |% LLINMS for High Throughput Genomics Core =

[ERTSDIECIERR AN | OME  SERVICE + | CASE+  SAMPLE +

Z Case Overview

BN E SR BE = FRHITER

c_aseo\remew 0000000000000 0000000000

Case List

case 10: | C- <= I -
S I - HTBE S EO0E A Case ID ~ QTID ~ EEE

rIEHEE - TE— S TN EE
T e e R e P e )

HiSeq Rapid

20180801-53 | IMumi 2013/8H 10:39 SE 5 Deli 2013/8H 10:39
20180801-53 umina +F SR 50, 1.0 Lane(s) ample Delivery +F
_ HiSeq HT o
20180926-52 | I 2018/9/26 3:02 55 C Failed 2018/9/26 3:00 =
umins T ® | SR100,10Lane(s) 07 T @
20180802-52 llumina 2018/8/2 T 3:45 5B HiSeq HT QC Finished 2018/8/2 FF 3:50 & =
. ) PE 27125, 1.0 Lane(s) ’
_ HiSeq Rapid S
20180906-51 | N 2018/9/6 11:50 SL Start Lib P 2018/9/6 12:00 =
umina +F PE 24150, 1.0 Lane(s) o -0 TTER TF
. HiSeq HT . ) R S
20180926-53 | N 2013/9/26 5:20 SE Lit Prep Failed 201819727 12:09 = =
e umina T SR 100, 1.0 Lana(s) T Lisi o
20180801-55 | Illumina 2018/8/1 F<F 2:54 5-Ca HiSeq HT Lib Frep Finished | 2018/9/5 4 11:09 =S =
- : PE 2125, 0.6 Lane(s) o :
. HiSeq Rapid o o
20180731-57 | 1 20187131 5:06 S-5 Ready-o-S 2018/8/2 3.08 = =
umina TF a SR 100, 1.0 Lane(s) eady- eq TF
) HiSeq Rapid o o
20180731-58 | 1l 20187731 10:56 ST Sequ 2018/9726 137 = =
umina TF a PE 2100 1.0 Lane(s) equencing T
HiSeq Rapid — —
20180802.51  llumina | 2018/8/2 F4F 1:42 SG AL L Case Closed 2018/8/27 T 2:40 = =

SR 100, 1.0 Lane(s)



I LAUNBIE RN IIRYZE IS 7

= g o FERETZRESH] - BfIRESRERE (BEEHAWT) - HFEFE - WRIFEHE
SEAERME - AIVESZ{IHEEEIER -

= Core Manager : =8 tiztEI#zET (Dr. Mei-Yeh Lu)
Email . biofuel@gate.sinica.edu.tw

Office Tel : (02) 2787-2218



mailto:biofuel@gate.sinica.edu.tw

FUNE Sample QC Report Is Ready For Review AYEA] -

S PAEBHERIGR ? (M-06)

= & Sample QC 5ERX - REURE! Sample QC Report Is Ready For Review HVRIFEANE » iEFHR
ETLAEA LIMS EE{iERI FEHRS ©

= F5FIFE Case ID 23328 CASE Z THY Case Overview EHEXFIEZZ=H - 25 Sample QC Report
HYS BT - BITTLUEIEE Sample QC Summary ; SAEE—EEE L 758Y Case Info FRI&H -
=t QC Report HY N elE7 - BITJLA ST 2R E (xIsx) o




Sample QC Report

NGS Core Case Info

(M-06)

(BNGS|

AcADEHIA

caselD 20180926-53 (@CFinished

App Type (S-E) TruSeq Small RNA Lib miRNA

Sample List | View Sample List

Signed File

Case List

=Ll 20180926-53

B 1iumina & PacBio

20180926-53 Illumina

—
om: I /<5t v-tc: I © -

2018/9/26 F-F 5:20

LIMS for ngh Throughput Genomics COF'E £ Keroko Kaeru

m Accept Date App. Type m Status Updated Select Sample | Sample QC Report | Lib Prep Report

~\

WE QC EREIELZ1E
Z Case Overview ¥Rz
(TFIFE Case ID 1E5)

HiSeq HT
SE C Finished ~ 2018/9/26 F4F 523 =
SR 100, 1.0 Lane(s) C ' mshe T E|

QTID QT180926-000093

HiSeq HT

Seq Info
SR 100, 1

Accept Date 2013/9/26

.0 Lane(s)

T 520

( Qc Report %

Peooces

Lib Prep Report

Sample QC Summary

B8 QCiER

. A FEERS

=ultb B N &S

Sample QC Report (.xIsx)

Sample ID

ST18-AY01
ST18-AY02
ST18-AY03
ST18-AY04
ST18-AY05
ST18-AY06
ST18-AY07

ST18-AY08

Sample Name

KEROR(C-1

KEROR(Q-2

TAMAMA-1

TAMAMA-2

GIRORO

DORCRO

KURURU-1

KURURU-2

Qubit RNA Volume{ul)
(ngiul) After QC
1555 135
1120 25
1205 85
1435 185
1450 180
1335 150
1240 95
1100 120

Amount{ug)
After QC

209.93
952
102.43

256548

200.25
1738

132

RNA
Ratio

19

vl.:: :e Rs:n:m NUe Status Selected
&2 Pass | | Qc Pass
o Bass | | Qc Pass
8.3 Pass [ | QC Pass
E= Pass | | QC Pass
&3 =S | | Qc Pass
&g Pass | | QC Pass
o hass | | Qc Pass
50 Pass | | Qc Pass




FEVERmA@iE QC (Sample QC Fail) » ¥ T 2Re%EREM ? (M-07)

= FBEFTE A LIMS - illifk (M-06) ZERESE Sample QC AIFER - F5Eh Select Sample BB - At
¥} Failed Sample REE—THRE ° IKITmAEG L& - £ NORELRP - BELSERE
INVEE - FOJLAE T Submit #ZE#HEH o

« BUTHERELL -

= Replace : E{HISFERmALIEHE - BREAZRIRmEVIEELI - 5§22 (M-08) -

= Proceed : HiRU{OEE(FERAILIRmRAR R R Library ©

= Withdraw : IZE bR - AAZKEE Library °

= Purification : ZBRZBEABIAHL (GBS3HE | AMPure XP) HAREMLBERAVERmm
E—TEEEKNENE -



https://www.beckman.tw/reagents/genomic/cleanup-and-size-selection/pcr

(M-07)

8

NGS|¢

Acapermia SiN

9 HOME SERVICE + | CASE +

Case List

Case Overview

o110 |0 2(180926-52

ario: | -t o:t-: I - - I

i 1lumina @ PacBio

&=

Accept Date App. Type m@ Status Updated Select Sample | Sample QC Report | Lib Prep Report

~ LLAMS for High Throughput Genomics Core 2 Keroko Kaeru

LOGOUT

SAMPLE +

case status: | NEED

~\

QUESTION +

EI QC ERNERIIEZE
Z Case Overview ¥R H%=H
(TIFIFE Case ID 1E5)

HiSeq HT 2018/9/26 T4 3:09

£t#t Failed Sample
—THRE

RTEE

(KiEEE R RES R ®
%E%ﬁﬁﬁ:u%ﬂ%

\Z g PUZ T Submit IZEHRH

o J

20180926-52 lllumina 2018/9/26 4 3:02 S-5a SR 100, 1.0 Lane(s) QC Failed
QC Failed Samples
Sample ID Sample Name Note
ST18-AX01 KERORO-1 | | L) Replace "™ Proceed "' Sample Purification ' Withdraw
ST18-AX04 TAMAMA-2 | | L Replace '® Proceed ' Sample Purification ' Withdraw
ST18-AX0T KURURL-1 | | ') Replace '~ Proceed '~ Sample Purification "® \Withdraw
Download Sample Submission Form Template
Upload AR
( . .
Please Confirm Your Decision:
# of Sample to Replace: [
# of Sample to Proceed: |2
# of Sample to do Sample Purification: [0
# of Sample to Withdraw: |1




P RRFTHY IR IR 18 Failed Sample - s2UN{O#ER{ElE ? (M-08)

= E(EISHRMRmMLE - BBEA LIMS Ii23 (M-07) BUEAXS=FRY Failed Sample ZEEH -

= ISEERIBAVERMERE Replace + iR 73 Download T &EimBE#ER (Sample Submission
Form Template) - 15352 ZEIT L& - EERRIIRVEE - FHELIRBHENET - REHFEREES
e FRBEELDIVIVEE - FTLUZ T Submit IZEHEH « LEIRHRAVEAREBEE#E QC
Failed %% Sample Delivery °

» EMEREHEESIERIVEFITER - 5552 Case Overview VB EIRFIEZZEH - B Case ID i
A#% - EIEHBE Sample Submission Form & - J:ﬁ**?@huuﬂ'ﬁﬁ'ﬁ’ﬁ*ﬂ o T SIS REE
ST EHEE - HERTER LERINUES PDF 18

= FERNAEENER - BITJRIRGREEG -




(M-08)

&)

ZZERE (xls)

QC Failed Samples

1% e 22 22 1a Y AR an
21ZE Replace

Y

I iExmiAiflz

Sample ID Sample Name Note
ST18-AX1 KERORC-1 * Replace Proceed Sample Purification Withdraw
ST18-AX04 TAMAMA-2 * Replace Proceed Sample Purification Withdraw
ST18-AX07 KURURU-1 * Replace Proceed Sample Purification Withdraw
eeeeee @ Download Sample Submission Form Template v
E— ‘
Upload 20180926-S2_.._sionForm xIs
Sample Sheet:
Nano
Sample  Qubit Vol Ami. oD oD rENA
Mo Drop ~ RIN Motes
Mame (ng/ul) {ul) (ng) 260/280 260/230 Ratio
(ngful)
1. KERORO-3 1555 1216 135 209.935 21 2.34 1.9 2.2 to substitute for ST18-AX01 Waiting
2. TAMAMA-3 1435 1255 185 265475 2.1 2.24 1.8 8.5 tosubstitute for ST18-AX04 Waiting
3. KURURU-3 1240 1163 95 17.8 2.1 2.36 21 8.5 tosubstitute for ST18-AX07T Waiting
|
4
f N
Please Confirm Your Decision:
# of Sample to Replace: 3
# of Sample to Proceed: 0
# of Sample to do Sample Purification: 0
# of Sample to Withdraw: |0
\

=

BXRIEREE




FEHE Sample

Submission Form

Application

Sample Submission Form

Sample Information:
Organism or Species*®
Genome Size or DNA Length *

Purification Method *

Enzyme Treatment & Usage:

File List:
No. Submission Date
1 2018/09/26
2

FROG Sample Definition *:
genomic DNA
ChIF DNA
plasmid DNA

2GB
KIT

Dissolved in*=:
EE

Sample
Sheet

Sample
Submission

View Contents

A

Download

(M-08)

NGS 8

AcapEmia JINICA

8

Case List

=L |0l 20180926-52

B 1lumina @ PacBio

« ALAMVS for H:gh Throughput Genomics Core 2 kerko kaenu
v HOME  SERVIC o

CASE + | SAMPLE +

~\

Case Overview

WE QC ERERIELZ1E
Z Case Overview ¥ H%

(SIFIF8 Case ID 185)

case stats: A
amo: I <=t o=-- I - - W

Accept Date App. Type m@ Status Updated Select Sample | Sample QC Report | Lib Prep Report
20180926-52 Illumina 2018/9/26 FF 3:02

HiSeq HT
SR 100, 1.0 Lane(s)

5-5a QC Failed  2018/9/26 F-F 3:09

g

=+

amplicon ¢ total RNA
cDMNA Ready-to-seq L
mREMNA other

Sample Type*:
RMA

Supplemental

Form  Information

Download

View Contents

Download

HEZiRERNEZIRER (pdf) |

"

Upload Supplemental Information File

FIBEE R
File name should begin with "S-Sa_supplnfo_2 pdf

Upload *




FXULE Library Prep Is Finished AY3&@4

S PAERHESFER 7

= & Library Prep 520 - REUNE| Library Preparation Is Finished BVR#SEANE - SERFRETILL
SA LIMS EEERI MEERS o
= E5FIFE Case ID Z23F32E8 CASE Z THY Case Overview EEXBIE%ZH - 2 Lib Prep Report AY

X {FET - BITTLLZIEE Lib Prep Summary ; SAEE—EEE_L75HI Case Info FR&H - &
Lib Prep Report BV N&EiE D~ - BTG LU P ESEERYR S (xIsx) o



(M-09)

HINLS for High Throughput Genomics Core 2 keroko kaeru

HOME

(BINGS|

MIA SINICA

CORE

Case List

=108 20180926-52 case status: ||| NG u&ﬁu le Prep ;TEEEE%[H§Z?§
QTID:_AcceDtD.ate:_. 1 E Case OverV|eW }iﬁgy(7§;1¢

® jiumina ™ PacBio ( DI *Um Case ID }g?? )
T T e T

. 5 HiSeq HT . -
Lib P R rt 20180926-52 ] 2018/9/26 3:02 8-S Lib Prep Finished | 2018/9/27 11231 = =
ibrary Prepare Repo umina TF a SR 100, 1.0 Lane(s) rep Finishe tF

&3 Lib Prep #5%

Case ID 20180926-52 |Lib Prep Finished QTID QT130926-000096 s
App Type (S-Sa) Stranded mRMA Lib TruSeq, Poly-A Seq Info LIEEGLILT m | ?ﬂﬁeﬁ =
Rl SR 100, 1.0 Lane(s)
Sample List | View Sample List Accept Date 2018/9/26 T 3:02
~
2 BE T T ER S
Signed File i /|l

( Lib Prep Report Iﬂ

Peooces

Lib Prep Report (.xlsx)

Ready for SeqRun

Sample ID Sample Name Library List
N i7-i5 i7 Barcode i5 Barcode Lib Qubit Library Molarity(nM) Intial Dilution gPCR{nM) Formula{nM) Normalized
Lib 1D Statu Result Create Date
SR T =y s su rea Index Number  Sequences  Sequences  Concing/ul)  Size(bp) byQubit  forgPCR(NM)  Normalized Adjusted  Lib Molarity(nh)
- KERORO-2
Lib Prep Pass
LTS518-AX02 Lib Prep Pass Pass 2018/9/27 £ 11:31 ARD0O2 CGATGT 103 343 448 5 105 51 46.1
N i7-i5 i7 Barcode i5 Barcode Lib Qubit Library Molarity(nM) Intial Dilution gPCR{nM) Formula{nM) Normalized
Lib 1D Statu Result Create Date
ST18.AX03 e s st red Index Number Sequences Sequences Conc(ng/ul) Size(bp) by Qubit for qPCR{nM) N lized Adjusted Lib Molarity{nM)
" TAMAMA-1
Lib Prep Pass
LTS18-AX03 Lib Prep Pass Pass 2018/9/27 £ 11:31 AR004 TGACCA 147 346 G4.4 5 11 5.3 67.9
. i7-i5 i7 Barcode i5 Barcode Lib Gubit Library Molarity(nM) Intial Dilution qPCR{nM) Formula{nM) Normalized
Lib 1D Statu Result Create Date
ST18.AX05 e s st red Index Number Sequences Sequences Conc(ng/ul) Size(bp) by Qubit for qPCR{nM) N lized Adjusted Lib Molarity{nM)
GIRORO

Lib Prep Pass
LTS18-AX05 Lib Prep Pass Pass 2018/9/27 £ 11:31 AR0D05 ACAGTG 17.2 347 751 5 109 52 78.6




FRAVR R EUHEE (Library Prep Fail) - TN RELEREMN ? (M-10)

= EEFCE A LIMS - K (M-09) SEBEE Lib Prep HIFEER - B2 Select Sample HVER - LAETET
Failed Library REE—THIRE ° KIFmEEB L& - £ No=EBHE5REH - B EREREDT
HVEE - ATLUET Submit IZEH&H o

« BUT=ERELI -

= Replace : #{BEEHIEmAUERENRE - BB RIREEVIEELI - 52% (M-08) °

= Proceed : HFRUIEREERLL Library 2R EH#ERE o

= Withdraw : IXZllt Library - FAEREHEER -




(M-10)

(B NGS|

~\

~ LLAIMS for High Throughput Genomics Core & keroko kaenu

1*-" HOME  SERVICE + | CASE + AMPLE +  QUESTION +  LOGOUT

.

Case List

20180926-53 lllumina 2018/9/26 F-F 5:20 S-E

Case Overview

_ SR Lib Prep FeB@ANE 2%
o E— e B = Case Overview HHE%EE

¥ jumina & PacBio (ﬂ*”% Case ID }%%)

HiSeq HT
SR 100, 1.0 Lane(s)

Lib Prep Failed  2018/9727 F3 12:09

Lib Prep Failed Samples

Sample ID Sample Name Replace

ST18-AYDM KERORO-1 | Replace

#1¥1 Failed Library

REE—THRE

Failed Library ID

LTE18-AY01 ® Proceed ' Withdraw | |

( ~ ~
Download Sample Submission Form Template 1&*%%%5%&3%%75?;‘2?&
==

Upload R 4B 2

RIgERE =
\Z gIBUE T Submit #ZEHRE )
®

Confirm your submitted :

# of Sample to Replace: 0
# of Lib ID to Proceed: |1

# of Lib 1D to Withdraw: |0
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